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MHC class I complex is an essential component in the antigen presentation process and it is 

composed of HLA-A/B/C, β2 microglobulin, and a peptide. Previous studies reported that less 

expressed HLA-C variants are associated with poor HIV-1 control and rapid progression to AIDS. In 

addition, we found that HLA-C variants predominantly present as free-chains increase HIV-1 

infectivity. To test whether these HLA-C variants are similarly associated with rapid progression to 

AIDS, we are genotyping HLA-C in a cohort of 121 AIDS patients form USA, Canada and Brazil. We 

classified HLA-C alleles as stable or unstable depending on their binding stability to β2 microglobulin. 

DNA samples from HIV-1 patients were classified according to the rate of disease progression as elite 

controllers (ECs), long term non-progressors (LTNPs) and progressors (Ps). ECs and LTNPs have a 

better control on HIV-1 infection and remain asymptomatic even for several years, whereas Ps have 

a rapid clinical progression to AIDS. This set of 121 samples includes 11 ECs, 43 LTNPs and 67 Ps. Our 

preliminary results highlight a trend of association between unstable HLA-C alleles and AIDS 

progression. These data need to be further strengthened by more samples in order to achieve 

statistical significance. 

 


